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Alignment-free genome coverage index: 0.0006
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Autosomals Coefficient of variation (CV): 0.6950
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Alignment-free genome coverage index: 0.0006
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Genomic k-mers mean abundance: 2.2903
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Autosomals Coefficient of variation (CV): 0.2622
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Genomic k-mers mean abundance: 2.6484
Alignment-free genome coverage index: 0.0212
Xploidy Score: 1.0018
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.5783
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Genomic k-mers mean abundance: 1.5784
Alignment-free genome coverage index: 0.0009
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Y Chromosome Coverage: 0.0000
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Exome Amplicon Score: 0.1469
Genomic k-mers mean abundance: 1.8299
Alignment-free genome coverage index: 0.0017
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Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.1960
Exome Amplicon Score: 1.4306
Genomic k-mers mean abundance: 1.9195
Alignment-free genome coverage index: 0.0116
Xploidy Score: 0.9147
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.4839
Exome Amplicon Score: 1.3248
Genomic k-mers mean abundance: 1.6100
Alignment-free genome coverage index: 0.0015
Xploidy Score: 0.6882
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.4563
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Alignment-free genome coverage index: 0.0011
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Autosomals Coefficient of variation (CV): 0.6430
Exome Amplicon Score: 2.1188
Genomic k-mers mean abundance: 1.5951
Alignment-free genome coverage index: 0.0027
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Y Chromosome Coverage: 0.0000
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Exome Amplicon Score: 1.2304
Genomic k-mers mean abundance: 1.6884
Alignment-free genome coverage index: 0.0107
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Y Chromosome Coverage: 0.0000
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Genomic k-mers mean abundance: 1.8729
Alignment-free genome coverage index: 0.0016
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Y Chromosome Coverage: 0.0000
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Alignment-free genome coverage index: 0.0021
Xploidy Score: 0.7862
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.1940
Exome Amplicon Score: 1.5631
Genomic k-mers mean abundance: 1.5530
Alignment-free genome coverage index: 0.0092
Xploidy Score: 1.0507
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.7808
Exome Amplicon Score: 8.4939
Genomic k-mers mean abundance: 2.1170
Alignment-free genome coverage index: 0.0004
Xploidy Score: 1.0833
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.2354
Exome Amplicon Score: 1.2945
Genomic k-mers mean abundance: 1.8015
Alignment-free genome coverage index: 0.0052
Xploidy Score: 0.7005
Y Chromosome Coverage: 1.1764
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Autosomals Coefficient of variation (CV): 0.4656
Exome Amplicon Score: 2.0891
Genomic k-mers mean abundance: 2.0092
Alignment-free genome coverage index: 0.0015
Xploidy Score: 1.6426
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.3448
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Alignment-free genome coverage index: 0.0024
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Autosomals Coefficient of variation (CV): 0.7065
Exome Amplicon Score: 1.8864
Genomic k-mers mean abundance: 1.4768
Alignment-free genome coverage index: 0.0007
Xploidy Score: 1.9796
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519526_ERX11704323
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Autosomals Coefficient of variation (CV): 0.3621
Exome Amplicon Score: 2.2684
Genomic k-mers mean abundance: 1.9787
Alignment-free genome coverage index: 0.0029
Xploidy Score: 1.0688
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519536_ERX11704333
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Autosomals Coefficient of variation (CV): 0.8768
Exome Amplicon Score: 0.0000
Genomic k-mers mean abundance: 2.1613
Alignment-free genome coverage index: 0.0004
Xploidy Score: 0.2354
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519538_ERX11704335
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Autosomals Coefficient of variation (CV): 0.4661
Exome Amplicon Score: 0.8056
Genomic k-mers mean abundance: 1.6158
Alignment-free genome coverage index: 0.0015
Xploidy Score: 0.6683
Y Chromosome Coverage: 2.0763

Normalized Chromosome Abundance - SAMEA114519559_ERX11704356
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Autosomals Coefficient of variation (CV): 0.1610
Exome Amplicon Score: 1.3272
Genomic k-mers mean abundance: 2.7769
Alignment-free genome coverage index: 0.0121
Xploidy Score: 0.8733
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519565_ERX11704362
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Autosomals Coefficient of variation (CV): 0.3237
Exome Amplicon Score: 2.8531
Genomic k-mers mean abundance: 1.8316
Alignment-free genome coverage index: 0.0017
Xploidy Score: 0.7311
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519566_ERX11704363
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Autosomals Coefficient of variation (CV): 0.9219
Exome Amplicon Score: 4.2316
Genomic k-mers mean abundance: 1.8088
Alignment-free genome coverage index: 0.0003
Xploidy Score: 0.6021
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA114519575_ERX11704372
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Autosomals Coefficient of variation (CV): 0.1297
Exome Amplicon Score: 1.2040
Genomic k-mers mean abundance: 2.8334
Alignment-free genome coverage index: 0.0158
Xploidy Score: 0.4156
Y Chromosome Coverage: 0.5733

Normalized Chromosome Abundance - SAMEA114519588_ERX11704385
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Autosomals Coefficient of variation (CV): 0.2138
Exome Amplicon Score: 1.9218
Genomic k-mers mean abundance: 1.3647
Alignment-free genome coverage index: 0.0135
Xploidy Score: 0.6049
Y Chromosome Coverage: 1.1360

Normalized Chromosome Abundance - SAMEA114519594_ERX11704391
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Autosomals Coefficient of variation (CV): 0.7397
Exome Amplicon Score: 0.0000
Genomic k-mers mean abundance: 1.7857
Alignment-free genome coverage index: 0.0004
Xploidy Score: 0.5296
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN09211877_SRX4195664
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Autosomals Coefficient of variation (CV): 0.6607
Exome Amplicon Score: 1.4834
Genomic k-mers mean abundance: 1.2869
Alignment-free genome coverage index: 0.0005
Xploidy Score: 0.7782
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA6809644_ERX4080626


