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Autosomals Coefficient of variation (CV): 0.3807
Exome Amplicon Score: 0.8940
Genomic k-mers mean abundance: 2.0023
Alignment-free genome coverage index: 0.0019
Xploidy Score: 1.4385
Y Chromosome Coverage: 0.8331

Normalized Chromosome Abundance - SAMEA9534547_ERX7289579
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Autosomals Coefficient of variation (CV): 0.2252
Exome Amplicon Score: 0.3102
Genomic k-mers mean abundance: 2.0847
Alignment-free genome coverage index: 0.0049
Xploidy Score: 0.9359
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA9534548_ERX7289601
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Autosomals Coefficient of variation (CV): 0.4384
Exome Amplicon Score: 3.0496
Genomic k-mers mean abundance: 2.2952
Alignment-free genome coverage index: 0.0027
Xploidy Score: 0.3923
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN23181555_SRX13148936
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Autosomals Coefficient of variation (CV): 0.2906
Exome Amplicon Score: 0.0000
Genomic k-mers mean abundance: 2.0490
Alignment-free genome coverage index: 0.0022
Xploidy Score: 0.5888
Y Chromosome Coverage: 0.7170
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Genomic k-mers mean abundance: 2.0864
Alignment-free genome coverage index: 0.0083
Xploidy Score: 0.5092
Y Chromosome Coverage: 1.4659
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Autosomals Coefficient of variation (CV): 0.3184
Exome Amplicon Score: 0.7333
Genomic k-mers mean abundance: 2.3465
Alignment-free genome coverage index: 0.0087
Xploidy Score: 0.4550
Y Chromosome Coverage: 0.5271

Normalized Chromosome Abundance - SAMN23181531_SRX13148951
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Exome Amplicon Score: 0.9561
Genomic k-mers mean abundance: 2.2342
Alignment-free genome coverage index: 0.0067
Xploidy Score: 0.4524
Y Chromosome Coverage: 0.9180

Normalized Chromosome Abundance - SAMN23181551_SRX13148932
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Alignment-free genome coverage index: 0.0082
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Y Chromosome Coverage: 0.0000
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Alignment-free genome coverage index: 0.0061
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Y Chromosome Coverage: 1.0056
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Autosomals Coefficient of variation (CV): 0.7472
Exome Amplicon Score: 2.3607
Genomic k-mers mean abundance: 1.3398
Alignment-free genome coverage index: 0.0005
Xploidy Score: 2.3636
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN25332178_SRX17765726



1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 X Y
Chromosome

0.0

0.0

0.0

0.0

0.0

0.0

0.0

No
rm

al
ize

d 
To

ta
l A

bu
nd

an
ce

Autosomals Coefficient of variation (CV): 0.3094
Exome Amplicon Score: 0.7362
Genomic k-mers mean abundance: 1.9091
Alignment-free genome coverage index: 0.0034
Xploidy Score: 0.7754
Y Chromosome Coverage: 0.9053

Normalized Chromosome Abundance - SAMEA9534552_ERX9181564
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Autosomals Coefficient of variation (CV): 0.2229
Exome Amplicon Score: 1.2807
Genomic k-mers mean abundance: 1.8887
Alignment-free genome coverage index: 0.0055
Xploidy Score: 0.6402
Y Chromosome Coverage: 0.8381

Normalized Chromosome Abundance - SAMEA9534569_ERX9258587
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Autosomals Coefficient of variation (CV): 0.3219
Exome Amplicon Score: 0.5108
Genomic k-mers mean abundance: 1.9038
Alignment-free genome coverage index: 0.0024
Xploidy Score: 0.3548
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN25330626_SRX17765621
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Autosomals Coefficient of variation (CV): 0.4582
Exome Amplicon Score: 1.1555
Genomic k-mers mean abundance: 1.7730
Alignment-free genome coverage index: 0.0013
Xploidy Score: 0.9991
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.5952
Exome Amplicon Score: 4.6747
Genomic k-mers mean abundance: 1.9116
Alignment-free genome coverage index: 0.0013
Xploidy Score: 0.4261
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN25332674_SRX17765619
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Autosomals Coefficient of variation (CV): 0.7922
Exome Amplicon Score: 6.8373
Genomic k-mers mean abundance: 1.6917
Alignment-free genome coverage index: 0.0005
Xploidy Score: 0.9226
Y Chromosome Coverage: 2.9917
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Autosomals Coefficient of variation (CV): 0.6495
Exome Amplicon Score: 2.2315
Genomic k-mers mean abundance: 1.6826
Alignment-free genome coverage index: 0.0007
Xploidy Score: 1.5580
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.2553
Exome Amplicon Score: 0.8213
Genomic k-mers mean abundance: 3.9203
Alignment-free genome coverage index: 0.0057
Xploidy Score: 0.5190
Y Chromosome Coverage: 1.0702

Normalized Chromosome Abundance - SAMEA7321866_ERX4596787
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Autosomals Coefficient of variation (CV): 0.2702
Exome Amplicon Score: 0.8540
Genomic k-mers mean abundance: 3.9865
Alignment-free genome coverage index: 0.0056
Xploidy Score: 0.5860
Y Chromosome Coverage: 1.6454

Normalized Chromosome Abundance - SAMEA7321866_ERX4596788
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Autosomals Coefficient of variation (CV): 0.4342
Exome Amplicon Score: 0.0000
Genomic k-mers mean abundance: 1.8689
Alignment-free genome coverage index: 0.0012
Xploidy Score: 0.6971
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA9534563_ERX9169771
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Autosomals Coefficient of variation (CV): 0.3821
Exome Amplicon Score: 0.3987
Genomic k-mers mean abundance: 2.3244
Alignment-free genome coverage index: 0.0017
Xploidy Score: 0.6135
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA9534562_ERX9169770
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Autosomals Coefficient of variation (CV): 0.6074
Exome Amplicon Score: 10.5099
Genomic k-mers mean abundance: 2.4801
Alignment-free genome coverage index: 0.0018
Xploidy Score: 0.6043
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA111341900_ERX11504232
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Autosomals Coefficient of variation (CV): 0.7298
Exome Amplicon Score: 0.0000
Genomic k-mers mean abundance: 1.8258
Alignment-free genome coverage index: 0.0006
Xploidy Score: 0.6012
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.7187
Exome Amplicon Score: 10.3757
Genomic k-mers mean abundance: 2.7519
Alignment-free genome coverage index: 0.0017
Xploidy Score: 0.6114
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMEA111341900_ERX11504296
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Autosomals Coefficient of variation (CV): 1.2556
Exome Amplicon Score: 8.2837
Genomic k-mers mean abundance: 2.6939
Alignment-free genome coverage index: 0.0002
Xploidy Score: 0.7688
Y Chromosome Coverage: 0.0000

Normalized Chromosome Abundance - SAMN25333803_SRX17765656
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Genomic k-mers mean abundance: 2.0172
Alignment-free genome coverage index: 0.0003
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Autosomals Coefficient of variation (CV): 0.2943
Exome Amplicon Score: 1.2551
Genomic k-mers mean abundance: 4.0008
Alignment-free genome coverage index: 0.0058
Xploidy Score: 0.5843
Y Chromosome Coverage: 1.0548
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Autosomals Coefficient of variation (CV): 0.2889
Exome Amplicon Score: 0.8421
Genomic k-mers mean abundance: 4.9052
Alignment-free genome coverage index: 0.0059
Xploidy Score: 0.3854
Y Chromosome Coverage: 1.0497
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Genomic k-mers mean abundance: 1.7632
Alignment-free genome coverage index: 0.0010
Xploidy Score: 0.6988
Y Chromosome Coverage: 0.0000
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Genomic k-mers mean abundance: 1.9903
Alignment-free genome coverage index: 0.0055
Xploidy Score: 0.5840
Y Chromosome Coverage: 0.8417
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Autosomals Coefficient of variation (CV): 0.2438
Exome Amplicon Score: 1.2839
Genomic k-mers mean abundance: 4.0868
Alignment-free genome coverage index: 0.0056
Xploidy Score: 0.5561
Y Chromosome Coverage: 1.0888
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Autosomals Coefficient of variation (CV): 0.4405
Exome Amplicon Score: 1.1277
Genomic k-mers mean abundance: 1.7500
Alignment-free genome coverage index: 0.0013
Xploidy Score: 0.9788
Y Chromosome Coverage: 0.0000
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Alignment-free genome coverage index: 0.0008
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Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.2102
Exome Amplicon Score: 1.2732
Genomic k-mers mean abundance: 1.3614
Alignment-free genome coverage index: 0.0093
Xploidy Score: 0.6926
Y Chromosome Coverage: 1.4765
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Autosomals Coefficient of variation (CV): 0.2852
Exome Amplicon Score: 0.5221
Genomic k-mers mean abundance: 4.7632
Alignment-free genome coverage index: 0.0059
Xploidy Score: 0.4616
Y Chromosome Coverage: 1.0447
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Autosomals Coefficient of variation (CV): 0.2060
Exome Amplicon Score: 3.5185
Genomic k-mers mean abundance: 1.7148
Alignment-free genome coverage index: 0.0059
Xploidy Score: 1.0129
Y Chromosome Coverage: 0.0000
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Autosomals Coefficient of variation (CV): 0.2716
Exome Amplicon Score: 0.9899
Genomic k-mers mean abundance: 4.8746
Alignment-free genome coverage index: 0.0059
Xploidy Score: 0.3941
Y Chromosome Coverage: 1.0228

Normalized Chromosome Abundance - SAMEA7321866_ERX4596794



1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 X Y
Chromosome

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

No
rm

al
ize

d 
To

ta
l A

bu
nd

an
ce

Autosomals Coefficient of variation (CV): 0.4797
Exome Amplicon Score: 4.9244
Genomic k-mers mean abundance: 1.9000
Alignment-free genome coverage index: 0.0009
Xploidy Score: 0.2633
Y Chromosome Coverage: 1.7140

Normalized Chromosome Abundance - SAMN25330781_SRX17765644



1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 X Y
Chromosome

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0
No

rm
al

ize
d 

To
ta

l A
bu

nd
an

ce
Autosomals Coefficient of variation (CV): 0.5021
Exome Amplicon Score: 4.2745
Genomic k-mers mean abundance: 1.8367
Alignment-free genome coverage index: 0.0020
Xploidy Score: 0.3178
Y Chromosome Coverage: 0.7653

Normalized Chromosome Abundance - SAMN25332674_SRX17765690
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Autosomals Coefficient of variation (CV): 0.2533
Exome Amplicon Score: 0.3624
Genomic k-mers mean abundance: 4.6561
Alignment-free genome coverage index: 0.0059
Xploidy Score: 0.4062
Y Chromosome Coverage: 1.0341

Normalized Chromosome Abundance - SAMEA7321866_ERX4596792


